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<210> 1 

<211> 1338 

<212> DNA 

<213> Homo sapiens 



<400> 1 

atgggggaga 

cacaaaaaga 

ttcatgaagc 

tatgcatgca 

gagcttatga 

ccgtcgtcca 

ggcagttttg 

aaagttttac 

cggaatgttc 

cagactgctg 

catctccaga 

gccagtgcct 

aatattttgc 

aacattgaac 

gaggtgcttc 

ttgtatgaga 

gacaacattc 

ctcctggagg 

atggagatta 

aagattactc 

cccgagttta 

gtcacagcca 

acggactctt 



tgcagggcgc 
gggccgaggc 
agaggaggat 
aacaccctga 
atgccaaccc 
atcctcatgc 
gaaaggttct 
agaagaaagc 
tgttgaagaa 
acaaattgta 
gggaacgctg 
tgggctacct 
tagattcaca 
acaacagcac 
ataagcagcc 
tgctgtatgg 
tgaacaagcc 
gcctcctgca 
agagtcatgt 
ccccttttaa 
ccgaagagcc 
gcgtcaagga 
tcctctga 



gctggccaga 
gcagaaaagg 
gggtctgaac 
agttcagtcc 
ttctcctcca 
taaaccatct 
tctagcaaga 
aatcctgaaa 
tgtgaagcac 
ctttgtccta 
cttcctggaa 
gcattcactg 
gggacacatt 
aacatccacc 
ttatgacagg 
cctgccgcct 
tctccagctg 
gaaggacagg 
cttcttctcc 
cccaaatgtg 
tgtccccaac 
agctgccgag 



gcccggctcg 
agcgagtcct 
gactttattc 
atcttgaaga 
ccaagtcctt 
gactttcact 
cacaaggcag 
aagaaagagg 
cctttcctgg 
gactacatta 
ccacgggctc 
aacatcgttt 
gtccttactg 
ttctgtggca 
actgtggact 
ttttatagcc 
aaaccaaata 
acaaagcggc 
ttaattaact 
agtgggccca 
tccattggca 
gctttcctag 



agtccctgct 
tcctgctgag 
agaagattgc 
tctcccaacc 
ctcagcaaat 
tcttgaaagt 
aagaagtgtt 
agaagcatat 
tgggccttca 
atggtggaga 
gtttctatgc 
atagagactt 
acttcggact 
cgccggagta 
ggtggtgcct 
gaaacacagc 
ttacaaattc 
tcggggccaa 
gggatgatct 
acgacctacg 
agtcccctga 
gcttttccta 



gcggccccgc 
cggactggct 
caataactcc 
tcaggagcct 
caaccttggc 
gatcggaaag 
ctatgcagtc 
tatgtcggag 
cttctctttc 
gttgttctac 
tgctgaaata 
aaaaccagag 
ctgcaaggag 
tctcgcacct 
gggagctgtc 
tgaaatgtac 
cgcaagacac 
ggatgacttc 
cattaataag 
gcactttgac 
cagcgtcctc 
tgcgcctccc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1338 



<210> 2 
<211> 445 
<212> PRT 

<213> Homo sapiens 



1 



<400> 2 



Met 


Gly 


Glu 


Met 


Gin 


Gly 


Ala 


Leu 


1 








5 








Leu 


Arg 


Pro 


Arg 


His 


Lys 


Lys 


Arg 








20 










Ser 


Phe 


Leu 


Leu 


Ser 


Gly 


Leu 


Ala 






35 










40 


Leu 


Asn 


Asp 


Phe 


He 


Gin 


Lys 


lie 




50 










55 




His 


Pro 


Glu 


Val 


Gin 


Ser 


He 


Leu 


65 










70 






Glu 


Leu 


Met 


Asn 


Ala 


Asn 


Pro 


Ser 










85 








He 


Asn 


Leu 


Gly 


Pro 


Ser 


Ser 


Asn 








100 










His 


Phe 


Leu 


Lys 


Val 


He 


Gly 


Lys 






115 










120 


Ala 


Arg 


His 


Lys 


Ala 


Glu 


Glu 


Val 




130 










135 




Lys 


l y s 


Ala 


He 


Leu 


Lys 


Lys 


Lys 


145 










150 






Arg 


Asn 


Val 


Leu 


Leu 


Lys 


Asn 


Val 










165 








His 


Phe 


Ser 


Phe 


Gin 


Thr 


Ala 


Asp 








180 










He 


Asn 


Gly 


Gly 


Glu 


Leu 


Phe 


Tyr 






195 










200 


Leu 


Glu 


Pro 


Arg 


Ala 


Arg 


Phe 


Tyr 




210 










215 




Gly 


Tyr 


Leu 


His 


Ser 


Leu 


Asn 


He 


225 










230 






Asn 


He 


Leu 


Leu 


Asp 


Ser 


Gin 


Gly 










245 








Leu 


Cys 


Lys 


Glu 


Asn 


He 


Glu 


His 








260 










Gly 


Thr 


Pro 


Glu 


Tyr 


Leu 


Ala 


Pro 






275 










280 


Asp 


Arg 


Thr 


Val 


Asp 


Trp 


Trp 


Cys 




290 










295 




Leu 


Tyr 


Gly 


Leu 


Pro 


Pro 


Phe 


Tyr 


305 










310 






Asp 


Asn 


He 


Leu 


Asn 


Lys 


Pro 


Leu 










325 








Ser 


Ala 


Arg 


His 


Leu 


Leu 


Glu 


Gly 








340 










Arg 


Leu 


Gly 


Ala 


Lys 


Asp 


Asp 


Phe 






355 










360 


Phe 


Ser 


Leu 


He 


Asn 


Trp 


Asp 


Asp 




370 










375 





Ala Arg Ala 


Arg 


Leu 


Glu 


Ser 


Leu 




10 










15 




Ala 


Glu 


Ala 


Gin 


Lys 


Arg 


Ser 


Glu 


-2-5— 










Phe 


Met 


Lys 


Gin 


Arg 


Arg 


Met 


Gly 










45 








Ala 


Asn 


Asn 


Ser 


Tyr 


Ala 


Cys 


Lys 








60 










Lys 


He 


Ser 


Gin 


Pro 


Gin 


Glu 


Pro 






75 










80 


Pro 


Pro 


Pro 


Ser 


Pro 


Ser 


Gin 


Gin 




90 










95 




Pro 


His 


Ala 


Lys 


Pro 


Ser 


Asp 


Phe 


105 










110 






Gly 


Ser 


Phe 


Gly 


Lys 


Val 


Leu 


Leu 










125 








Phe 


Tyr 


Ala 


Val 


Lys 


Val 


Leu 


Gin 








140 










Glu 


Glu 


Lys 


His 


lie 


Met 


Ser 


Glu 






155 










160 


Lys 


His 


Pro 


Phe 


Leu 


Val 


Gly 


Leu 




170 










175 




Lys 


Leu 


Tyr 


Phe 


Val 


Leu 


Asp 


Tyr 


185 










190 






His 


Leu 


Gin 


Arg 


Glu 


Arg 


Cys 


Phe 










205 








Ala 


Ala 


Glu 


lie 


Ala 


Ser 


Ala 


Leu 








220 










Val 


Tyr 


Arg 


Asp 


Leu 


Lys 


Pro 


Glu 






235 










240 


His 


He 


Val 


Leu 


Thr 


Asp 


Phe 


Gly 




250 










255 




Asn 


Ser 


Thr 


Thr 


Ser 


Thr 


Phe 


Cys 


265 










270 






Glu 


Val 


Leu 


His 


Lys 


Gin 


Pro 


Tyr 










285 








Leu 


Gly 


Ala 


Val 


Leu 


Tyr 


Glu 


Met 








300 










Ser 


Arg 


Asn 


Thr 


Ala 


Glu 


Met 


Tyr 






315 










320 


Gin 


Leu 


Lys 


Pro 


Asn 


He 


Thr 


Asn 




330 










335 




Leu 


Leu 


Gin 


Lys 


Asp 


Arg 


Thr 


Lys 


345 










350 






Met 


Glu 


He 


Lys 


Ser 


His 


Val 


Phe 










365 








Leu 


He 


Asn 


Lys- 


Lys 


lie 


Thr 


Pro 



380 



Pro Phe Asn Pro Asn Val Ser Gly 
385 390 
Pro Glu Phe Thr Glu Glu Pro Val 
405 

Asp Ser Val Leu Val Thr Ala Ser 
420 

Leu Gly Phe Ser Tyr Ala Pro Pro 
435 440 



Pro Asn Asp Leu Arg His Phe Asp 
395 400 
Pro Asn Ser lie Gly Lys Ser Pro 

410 415 
Val Lys Glu Ala Ala Glu Ala Phe 
425 430 
Thr Asp Ser Phe Leu 
445 



<210> 3 

<211> 10573 

<212> DNA 

<213> Homo sapiens 



□ 

a 
m 

M 

*.D 
M 
M 

a 

I'll 

a 
m 



<400> 3 

tctggctcgt 

ggcttattcc 

atatccttgg 

gtacttaccg 

aaggcacata 

ttgaaaacaa 

atttgctctc 

gttgaatggt 

agattccctg 

attgctttag 

tttgtttttg 

gcagtggcgt 

cctcagcctc 

tattttcagt 

cgtgatccgc 

cggccccagt 

caggagagag 

ggagttgaga 

ccctgcccaa 

ttcgggactg 

ggtcatggca 

aatagtggta 

ccagcactgg 

ccgcggggtt 

agcttccctc 

gtcacagttt 

ggggcagcct 

cctgcagggt 

tgcccggttc 

cctcacgtgt 

cggacaaaat 

cttcctttag 

tccctccccc 

tcagccttgc 

gtgcacaagg 



gctctcatgt 
agccataact 
gcaacccgaa 
tactatattt 
aggtggggtg 
acatgcaaaa 
tcaagaggga 
gggacatgac 
caagaggaag 
gttggcatgt 
tttgtttgtt 
gatctcggct 
ccgagtaact 
agagacgggg 
ccgccttggc 
aaatgctttt 
aatgtgtttc 
ctagagctca 
gaccaaggaa 
tgccagatcc 
gggcagccac 
acttgtaact 
ctcacgtccc 
actggaaggc 
tcttccctgc 
atgtgggact 
tgagttaaac 
tttcaggtgg 
acgccaggtc 
tcttggcatg 
gttctcagag 
tgcagagacg 
ttttccctct 
ttggttttgg 
gccatttgtt 



catctcagag 
gggctctacc 
gaatgaaaga 
tgcagatgcc 
taggagaggg 
gtctgtgtgc 
aaggaaccag 
atacgggtgg 
cagacatggg 
caatttcagg 
tgttttgaga 
cactgcaacc 
gggactacag 
tttcaccatg 
ctcccaaagt 
tataagtgtg 
ccttctctcg 
ctttagggca 
aaggcgtttc 
agtaggcaac 
cgcagacagc 
gcccgctccg 
cgcgccggcg 
accggcatcg 
cttctgcagc 
cacataaaga 
ccagggaggg 
gacagcggga 
tgcccccggg 
gcagagatta 
attacttcag 
acttttattt 
ttctttcctt 



ttccagctta 
tccagcctcc 
agaagctata 
tcaaaggatt 
tctctggttg 
aggttgatgt 
gtgggagcag 
cactggcaat 
ccagttactg 
tactagtgtt 
cggagtctcg 
tccgcctccc 
gcgcacgcca 
ttagccagga 
gctgggatta 
ggcactgagc 
gtttggggct 
agtgggggtg 
acatgctatt 
tttaaaatgg 
aacagcgagc 
ggcccagtcg 
gtcaggctgc 
ctgttctgca 
ggagtcaccc 
gcgagcgagg 
tagggacgat 
gaggagcagg 
caaagctacc 
aaaatgcaag 
aaaaaaaaaa 
ccgccccctc 
ccttcctcct 



ccaaaagcac aaaaaaggcg 
tgttttggga ctcggggcag 



tcagaggcat 
agaagtaatc 
aaaccccctt 
tggggttact 
taggtttctt 
ttctgggcag 
agctaggctg 
aacaaagtca 
tgatttgaaa 
ttttttgttt 
ctctgttgcc 
gggttcaagc 
ccacgcctgg 
tggtctcgat 
caggcgtgag 
aaactttccc 
gttgcaacaa 
gttttgcctg 
cctggtttga 
cagagccttt 
gccaggtacc 
ctgtgctcgc 
ggctcccaga 
gagcccgggc 
ggctaatctt 
tggcaaaact 
tttaagacca 
ccccacagag 
cctcccttcg 
gaaaaaaatt 
gtgaaatgca 
ccctccacat 
cttccaagtt 
ttttcggaag 
gaaatcttgc 



gtagcaggga 
cccaacctgc 
tgaaaggttc 
tggcatgggg 
aatttaatgt 
cctgagcaaa 
ggctaggcta 
cattctatga 
ttgcctaaac 
ttgtttttgt 
aggctggagt 
gattctcctg 
ctaatttttc 
ctcttgacct 
ccactgcgcc 
agccagactc 
agcaaaccaa 
caaaacaaac 
cagctggtat 
ggtagcaaga 
tggccctgcg 
ggcttcccgg 
catcccccag 
cgccgcctcg 
tcaggataaa 
aagaagccct 
tgtatcatga 
gaatcgagga 
cttgttacct 
acatgcggaa 
gattgtactt 
tcctgacctc 
ctgggatttt 
cgacccgacc 
ccggcctgag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 



3 



tcacggcggc 
cccgccgccc 
ccctgctgcg 
tgctgagcgg 
agagcggctt 
gcgggaacgg 
accccggagg 
caggacggcg 
ccgccgcgca 
aataaatgag 
ggcgcgttct 
gccgtccccg 
ccgcccgccg 
ggcgaggcga 
ccttttttat 
gctaacgtct 
caccctcact 
tcttgcggga 
gattagtgtg 
cttcatccac 
ttgccaataa 
tatagtttga 
acttcttctg 
aacattaaag 
ttggccgaat 
tttattattt 
tccgggtaga 
gcgagctgga 
gaagatctcc 
tttttgtatg 
taatggatta 
ataacaagtg 
gcatatttta 
gtctgaaaca 
ttttgaatgt 
tacatcgttt 
tttttttttc 
tgctaaacca 
aatttcaaat 
ggatgaggat 
aaggcagaag 
aaagaggtat 
cttgattctg 
cctaggagaa 
tcctggtggg 
acattaatgg 
gcctgctttg 
ccagaattag 
ttcctgcagt 
aatgactttg 
ggaaccacgg 



tccttcaagg 
gctgcccatg 
gccccgccac 
actgggtaag 
ggaggcaggg 
gaggacctgg 
gtggcgcgca 
cctggccggg 
cccgccggga 
agaggtggaa 
ctctctcctg 
ggcggtcctc 
caggcagcgt 
agggcggggc 
aaggccgagc 
ttctgtctcc 
tactccagga 
cttctgctcc 
tgtggcgccg 
agctttcatg 
ctcctatgca 
atttgccagc 
gggtggggat 
ttaatttgct 
tcacggcctt 
tctttaactg 
agtcggtaga 
ttctaaatcg 
caacctcagg 
tgccgtgcat 
aaatagcatt 
atataaatat 
cctccaaagt 
acatgactgt 
ttatagatgt 
atgttataga 
tagccaagtc 
tctgactttc 
ctgaagatct 
agaaaaatga 
aagtgttcta 
gagatgtgct 
gaatgttggt 
gcatattatg 
ccttcacttc 
tggagaggtg 
ttttagtttg 
catttccttc 
tgttcttttg 
ttctgtctcc 
gctcgtttct 



aaacgtcagt 
ggggagatgc 
aaaaagaggg 
cgccgccgcc 
gccggctttc 
cgggcgaggt 
ccgccggctc 
gagagggtat 
agcgcttcgg 
aactaccccg 
ccccaggagc 
gcgcccccgc 
agccgccagc 
cacttctcac 
gcgcggcctg 
ccgcggtggt 
tgaggggcat 
aggagacgca 
gacgttatga 
aagcagagga 
tgcaaacagt 
ggtaaacatt 
ctcatttctc 
gatttggctt 
tctccatgag 
actaatgtat 
gccaggaaac 
tgccctttat 
agcctgagct 
ctgtggagaa 
tctagaaatt 
ttaagtattg 
ggttatttta 
gtgcagtttc 
atggtcattt 
tgtcttcctt 
cttctcagca 
acttcttgaa 
tttggtacac 
tttttttaaa 
tgcagtcaaa 
tgatggggct 
gccaagttga 
tcggagcgga 
tctttccaga 
agcagggggg 
agaaaaaagt 
aacctgtcag 
ctgtgtatgt 
tgcagttgtt 
atgctgctga 



gctcgccggt 
agggcgcgct 
ccgaggcgca 
ggccccgctg 
gtcggagttc 
cgcgcgcgca 
gggttgggga 
ctgcagggac 
cgctgcgaac 
ggctctccgg 
cgatggagac 
ccggggctcg 
aaaccgcgag 
tgtcgcgcag 
gcgcagcata 
gatgacggtg 
ggtggcaatt 
aagtggaaat 
agccgtctaa 
ggatgggtct 
aagtttgacc 
ctcatcacgg 
cttaaattct 
gaactggaga 
caacaatcct 
tggggtattt 
tcacttttga 
tccctgcagc 
tatgaatgcc 
ctgtaaggga 
agtatcaagg 
agtcagagta 
aaaggcatat 
catactcatt 
gcatcagtca 
tgaagcaatg 
aatcaacctt 
agtgatcgga 
ttccttcatg 
ttgaaatttc 
gttttacaga 
ggcattggcg 
aacatgccac 
atgttctgtt 
ctgctgacaa 
atagaagtca 
tttcaaagat 
gtttatagtt 
caaaactaat 
ctaccatctc 
aatagccagt 



cgctctcgtc 
ggccagagcc 
gaaaaggagc 
ggggcttggc 
tcggggccgg 
ggcctgcgcc 
ggagggtggg 
agtgagcgaa 
ccggctttct 
ccctccccgc 
tgataacggc 
ccctctcaat 
gcggtcgggg 
gccccgcccc 
cgccgagccg 
aaaactgagg 
ctcatcggtg 
tttttgaaag 
acgtttcttt 
gaacgacttt 
ggatttgagg 
cgtttatcgg 
aatatatttg 
tgtaagataa 
tatttctgta 
tcagtttaaa 
tgttggtgtg 
cctgaagttc 
aacccttctc 
gtcagttagt 
caggaatgct 
ttattttatt 
ttcataaaaa 
tgaaatgtga 
tttgtagatg 
gtattaaaag 
ggcccgtcgt 
aagggcagtt 
tcctctttta 
aggttcttct 
agaaagcaat 
gtagacactc 
taaatctgaa 
gaagaatgtg 
attgtacttt 
actcttagtg 
ttttggtggg 
aatagattac 
taaattcatt 
cagagggaac 
gccttgggct 



tgccgcgcgc 
cggctcgagt 
gagtccttcc 
tcacttcccc 
ggtcccggcg 
ccagggataa 
agtccggccg 
gccaccgtgg 
ccggcggcgg 
gccctccgcc 
cctgcgccag 
ggggacagaa 
cggggcgagg 
cgcggcggtg 
gtctttgagc 
ctgctaaggg 
agtgcaggaa 
tcccggatca 
atttctcctc 
attcagaaga 
aaataactag 
gaaggcgaag 
acacatttta 
atggttcgtg 
tttaatgggg 
cagtgaatta 
ccccctagtg 
agtccatctt 
ctccagtaag 
attcctacat 
tcattatggc 
tttttcctgg 
ggttttatct 
tgaaatgtag 
taacattttc 
aaattctttt 
ccaatcctca 
ttggaaaggt 
tattctccct 
agcaagacac 
cctgaaaaag 
cttgaataat 
tcgtcatttt 
aagcaccctt 
gtcctagact 
tctctgcaca 
gagaatgtta 
ttggggccac 
tgcaacccag 
gctgcttcct 
acctgcattc 



2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 



actgaacatc 
gagacgtagc 
gttgcctaaa 
ccagccaagt 
tcttcactac 
aagaggatat 
cagagactta 
cttcggactc 
gccggaggta 
atgtacaatc 
cagttcagtg 
tctgttcctt 
aaatccctaa 
tagccagtca 
cttccaagct 
cttgctttcg 
aggtgcttca 
tgtatgagat 
tccctacaat 
acgcttatca 
M 5 cttacctggt 

□ ggtggtgaaa 

□ aaacacacac 
W gtggggagag 
Si tggtaatgtg 
; ;Q gccgcctttt 
'Si ccagctgaaa 
'Si ggacaggaca 

ctgggccggc 
113 taatcttggg 
\%\ aactgggatg 
CI atctgtctct 
iiifl ctgggggagg 
K;3 cctacataaa 
| ! y atcaattcga 
gccttttgag 
tggtatttaa 
agtgtttttc 
tttaccgaag 
gccagcgtca 
tctttcctct 
ttttagttag 
catctctgga 
cattctcctc 
tctctgaaac 
gacgctgttc 
aaatgtgcct 
agttctttat 
gatcacagat 
gacattgttt 
tacggttaat 



gtttataggt 
actggctgtt 
accagatccc 
aggattgtgc 
acaactacag 
cttatgaagt 
aaaccagaga 
tgcaaggaga 
ggcgctgtct 
atgcacttaa 
caaataaaat 
tactgaaaag 
gtaagagata 
ccctcaaaaa 
ggctctgggt 
caggttctaa 
taagcagcct 
gctgtatggc 
attgccttca 
aaagcagcta 
tcttttgtgc 
aactaccact 
acgggttgca 
tttctcaaat 
tgccatatga 
tatagccgaa 
ccaaatatta 
aagcggctcg 
cgggacgtgc 
tttcttatca 
atctcattaa 
cttctaagta 
gttggaagga 
aagcacattt 
agcaccaaaa 
attttgtgct 
agcctggtca 
ccttcccgtc 
agcctgtccc 
aggaagctgc 
gaaccctgtt 
ccttttggtg 
agcttagcaa 
agtgagctca 
gagcgttaga 
taaaaaaggt 
tttctgaaga 
tttcccttgt 
ggattttgtt 
gtttcttcca 
aactaaaatt 



aagcctgaga 
tcatagggcc 
ctagcacgtg 
ctaatccaga 
tgaacctaaa 
gaaattaact 
atattttgct 
acattgaaca 
tggtttggtg 
ctaccaaaaa 
acatttgctg 
tagctgtttg 
tcaagtgccc 
gtccagcagt 
ctctcagctt 
acgctgtttc 
tatgacagga 
ctggtgagtg 
cacagcccat 
agaggcatat 
atttcacatt 
tattaacatc 
aagtagacac 
cgagcctaat 
aacttccaat 
acacagctga 
caaattccgc 
gggccaagga 
actagacctc 
acagatggag 
taagaagatt 
tagagaagcc 
atacattggc 
ttgtgtccca 
ggcaacaagt 
tgaagtgggt 
agatttccct 
acagagtggg 
caactccatt 
cgaggctttc 
agggcttggt 
gagccgccag 
tcttattgca 
tgaggttttc 
gtgccgcctt 
ctcctgcaga 
gattgtgtta 
ggatatgctg 
ataagcatca 
tatttggaag 
tattgaaatg 



gctcttcagg 
ttaaaataat 
agctggcttg 
atagatgagc 
atgcctctaa 
tgtgcaacta 
agattcacag 
caacagcaca 
cctggtttac 
gagtaaactc 
tttgatgtag 
taagtaagat 
agcagtttcc 
tttatcagga 
tttcaaacta 
cctggtctgt 
ctgtggactg 
gcacattggg 
gcttggccat 
tggttatttt 
ttactagata 
taccccctca 
ttaaatagca 
atttattgcc 
taagtctaaa 
aatgtacgac 
aagacacctc 
tgacttcgtg 
cctgccctta 
attaagagtc 
actccccctt 
caaagggcat 
agatgttttc 
acaaggctcc 
gaacattatt 
gattatggaa 
gtcctgtgtc 
cccaacgacc 
ggcaagtccc 
ctaggctttt 
tttaaaggat 
ctgacaggac 
cactgttcgc 
atttttattc 
agacggaggc 
tctgtctggg 
gctccaaagc 
tgtgaaccgt 
atgtgacact 
ataaatttat 
gtcttgcaat 



ctaccagttt 
ttgtgtttat 
acttaagtgc 
agaacaaggg 
tacctttagc 
cttttctatt 
ggacacattg 
acatccacct 
ccccgccttc 
ctctcagaga 
catgagaaat 
ctgcatcata 
taaatgtcag 
aggaatctaa 
aatgtgtggt 
ttttcagtat 
gtggtgcctg 
aaccatggaa 
ggtgtcttgc 
atagttcata 
ggaccacatt 
ccctccacac 
agggaaaaga 
gtttatatct 
gtaattttcc 
aacattctga 
ctggagggcc 
agtgatgttt 
ttgaatgcac 
atgtcttctt 
ttaacccaaa 
ttattttaat 
tccataaacc 
cataattttt 
cttatgttta 
gttgatataa 
tagtgtgagt 
tacggcactt 
ctgacagcgt 
cctatgcgcc 
tttatgtgtg 
atcttacaag 
tggaagcttt 
ttccttccaa 
aggagtttcg 
ctgtgatgac 
ttttcctatc 
cgtgtgagtg 
tgcaggacac 
gtgtagactt 
gactcgtatt 



tggtataaag 
ttgcaacttg 
caagggggaa 
ctcccttttt 
aattatcttt 
cactttttta 
tccttactga 
tctgtggcac 
caagagagag 
cttcttaata 
cccaagtcct 
aaaactttct 
tacacatagg 
agatatctat 
cgtgggattg 
ctcgcacctg 
ggagctgtct 
cactgcctgc 
ccttaccagt 
agaataatca 
gaacctgtgt 
acacacacac 
aagcattgag 
ttttctctac 
ccttctttca 
acaagcctct 
tcctgcagaa 
tcctgtcctc 
ctgtctaaat 
ctccttaatt 
tgtggtgagt 
tcagaattgt 
tgttatttta 
agacacattt 
actgtgtgta 
gacttaaact 
tcttgacaag 
tgaccccgag 
cctcgtcaca 
tcccacggac 
tttccgaatg 
agaatttgca 
ttgaagagca 
cgtggtgcta 
ttagaaagcg 
gaatattatg 
gcagtgtttc 
tggtatgcct 
tacaacgtgg 
ttttgtaaga 
cagatgctta 



5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7680 
7740 
7800 
7860 
7920 
7980 
8040 
8100 
8160 
8220 



5 



aagaaagcat tgctgctaca aatatttcta tttttagaaa gggtttttat ggaccaatgc 8280 
cccagttgtc agtcagagcc gttggtgttt ttcattgttt aaaatgtcac ctgtaaaatg 8340 
ggcattattt atgttttttt ttttgcattc ctgataattg tatgtattgt ataaagaacg 8400 
tctgtacatt gggttataac actagtatat ttaaacttac aggcttattt gtaatgtaaa 8460 
ccaccatttt aatgtactgt aattaacatg gttataatac gtacaatcct tccctcatcc 8520 
catcacacaa ctttttttgt gtgtgataaa ctgattttgg tttgcaataa aaccttgaaa 8580 
aatatttaca tatattgtgt catgtgttat tttgtatatt ttggttaagg gggtaatcat 8640 
gggttagttt aaaattgaaa accatgaaaa tcctgctgta atttcctgct tagtggtttg 8700 
ctcccaacag cagtggtttc tgactccagg ggagtatagg atggtcttaa agccaaccta 8760 
cgttccaggc ctttttagca gcattttatg gtgtctgtca ttcataaatc catccaagga 8820 
aatcctttgc aatttactca tcttgcaagg attgctatga agtaatgctt cctgtattta 8880 
ttgcctgtcc tgtgaagttg gactatttgt cctgacattt ggcttgtctt cagttacagg 8940 
taattctttc cagaaatatt tgaaagccta ctctgggctc tattgcgagt gctcaggata 9000 
tcgtagtgga caaagcagac aacttcgccc ttccagagcc tgatgaagaa ggccgaccta 9060 
aagcagttag ttgagatgga aattgagaaa tagtctgtga agtttaggag aatgccacac 9120 
aagagggtga gaattttttt tttttttttt tttttttttg agacacggtc ttactctgtc 9180 
gcccaggctg gagtgcagtg gtgtgatctt ggttcactgc agcctccgcc tcctgggttc 9240 
atgtgatccc cccatctcag cctcctgagt agctgggact acaggcatgc accaccatgc 9300 
ctggctaatt tttgtatttt agtagagatg ggatttcacc atgtgggcca ggctggtctc 9360 
gaatccctgg cctcaagtga tctgtctgcc tcggcttccc taagtgctgg ggagaatgtt 9420 
ttaaataagt ggatatgttc ccaaaaagct gacctggctg ggacatctgg tttctgagag 9480 
tacctggagt tgacccaggt ctagagtgag ctcagtaaag ggaccctgaa ggagctcatc 9540 
cctagcttgg actgaagctt cttgagccag tgtctaccta gcaccctaag ggcccagcag 9600 
gctctggggc tgtgtggcag agcccactcc tagagctcac cccactgtga tattacctgt 9660 
gggagaaagc gaggtggcac catccttgga gatcttgagt ccaaaggttt ggactttttc 9720 
actcttctag gccttccaca caaatactta acaaataatc agggaatccc caaacagttg 9780 
atgttgctgc tgccttaatt gcaaaagcac cctgtaggcc tgctgcaccc ccgctaccct 9840 
gaccttccag ttcgcacagg gatttcccca agggaaagct gtgagctttt . ttcctcttat 9900 
ccttgctctt gggtctcacc tcactttgcc tcagtccccc tctcctaccc cacaaggttt 9960 
ccaagggcca aacaggtgtt cagagataac cgagttcttc tccctcatga tctaatgaag 
10020 

gaagaagatg aaaacgagtc gatagctttt tgctcaaggt gggccaccgg tcatgctctg 
10080 

ctgttgactt actgctctac aggcattagc tacgtgttca attccctacc gggcccagtt 
10140 

gacaaataaa gagtccaaag caaggccagg cacggtggct cacgcttgta atcccagcac 
10200 

tttgggaggc cgaggcgggc agatcacgag gtcaggagat cgagaccatc ctggctaaca 
10260 

tggtgaaacc ccgtctctac taaaaataca aaaaaattag ccgggcgtgg tggtgggcgc 
10320 

ctgtagtccc agctactcgg gaggctgagg caggagaatg gcgtgaacca gggaggcgga 
10380 

gcttgcagtg agccgagatc gcaccactgc actccagcct gggcgacaga gcaagactct 
10440 

gtctcaaaaa acaaaacaaa acaaaagcat gtattttcct attaaagatt gatgccggct 
10500 

ctaacataga gactcattgc atattccccc tcattctcat tctcaataac agttatgaat 
10560 

tcctcctcga aca 
10573 



<210> 4 
<211> 407 
<212> PRT 

<213> Homo sapiens 



<400> 4 



He 


Ala 


Phe 


Met 


Lys 


Gin 


Arg 


Arg 


Met 


Gly 


Leu 


Asn 


Asp 


Phe 


lie 


Gin 


1 . 








5 










10 










15 




Lys 


He 


Ala 


Asn 


Asn 


Ser 


Tyr 


Ala 


Cys 


Lys 


His 


Pro 


Glu 


Val 


Gin 


Ser 








20 










25 










30 






He 


Leu 


Lys 


He 


Ser 


Gin 


Pro 


Gin 


Glu 


Pro 


Glu 


Leu 


Met 


Asn 


Ala 


Asn 






35 










40 










45 








Pro 


Ser 


Pro 


Pro 


Pro 


Ser 


Pro 


Ser 


Gin 


Gin 


lie 


Asn 


Leu 


Gly 


Pro 


Ser 




50 










55 










60 










Ser 


Asn 


Pro 


His 


Ala 


Lys 


Pro 


Ser 


Asp 


Phe 


His 


Phe 


Leu 


Lys 


Val 


lie 


65 










70 










75 










80 


Gly 


Lys 


Gly 


Ser 


Phe 


Gly 


Lys 


Val 


Leu 


Leu 


Ala 


Arg 


His 


Lys 


Ala 


Glu 










85 










90 










95 




Glu 


Val 


Phe 


Tyr 


Ala 


Val 


Lys 


Val 


Leu 


Gin 


Lys 


Lys 


Ala 


He 


Leu 


Lys 








100 










105 










110 






Lys 


Lys 


Glu 


Glu 


Lys 


His 


He 


Met 


Ser 


Glu 


Arg 


Asn 


Val 


Leu 


Leu 


Lys 






115 










120 










125 








Asn 


Val 


Lys 


His 


Pro 


Phe 


Leu 


Val 


Gly 


Leu 


His 


Phe 


Ser 


Phe 


Gin 


Thr 




130 










135 










140 










Ala 


Asp 


Lys 


Leu 


Tyr 


Phe 


Val 


Leu 


Asp 


Tyr 


He 


Asn 


Gly 


Gly 


Glu 


Leu 


145 










150 










155 










160 


Phe 


Tyr 


His 


Leu 


Gin 


Arg 


Glu 


Arg 


Cys 


Phe 


Leu 


Glu 


Pro 


Arg 


Ala 


Arg 










165 










170 










175 




Phe 


Tyr 


Ala 


Ala 


Glu 


lie 


Ala 


Ser 


Ala 


Leu 


Gly 


Tyr 


Leu 


His 


Ser 


Leu 








180 










185 










190 






Asn 


He 


Val 


Tyr 


Arg 


Asp 


Leu 


Lys 


Pro 


Glu 


Asn 


He 


Leu 


Leu 


Asp 


Ser 






195 










200 










205 








Gin 


Gly 


His 


He 


Val 


Leu 


Thr 


Asp 


Phe 


Gly 


Leu 


Cys 


Lys 


Glu 


Asn 


lie 




210 










215 










220 










Glu 


His 


Asn 


Ser 


Thr 


Thr 


Ser 


Thr 


Phe 


Cys 


Gly 


Thr 


Pro 


Glu 


Tyr 


Leu 


225 










230 










235 










240 


Ala 


Pro 


Glu 


Val 


Leu 


His 


Lys 


Gin 


Pro 


Tyr 


Asp 


Arg 


Thr 


Val 


Asp 


Trp 










245 










250 










255 




Trp 


Cys 


Leu 


Gly 


Ala 


Val 


Leu 


Tyr 


Glu 


Met 


Leu 


Tyr 


Gly 


Leu 


Pro 


Pro 








260 










265 










270 






Phe 


Tyr 


Ser 


Arg 


Asn 


Thr 


Ala 


Glu 


Met 


Tyr 


Asp 


Asn 


He 


Leu 


Asn 


Lys 






275 










280 










285 








Pro 


Leu 


Gin 


Leu 


Lys 


Pro 


Asn 


lie 


Thr 


Asn 


Ser 


Ala 


Arg 


His 


Leu 


Leu 




290 










295 










300 










Glu 


Gly 


Leu 


Leu 


Gin 


Lys 


Asp 


Arg 


Thr 


Lys 


Arg 


Leu 


Gly 


Ala 


Lys 


Asp 


305 










310 










315 










320 


Asp 


Phe 


Met 


Glu 


He 


Lys 


Ser 


His 


Val 


Phe 


Phe 


Ser 


Leu 


He 


Asn 


Trp 










325 










330 










335 




Asp 


Asp 


Leu 


lie 


Asn 


Lys 


Lys 


lie 


Thr 


Pro 


Pro 


Phe 


Asn 


Pro 


Asn 


Val 








340 










345 










350 







Ser Gly Pro Asn Asp Leu Arg His 
355 360 
Pro Val Pro Asn Ser lie Gly Lys 

370 375 
Ala Ser Val Lys Glu Ala Ala Glu 
385 390 
Pro Pro Thr Asp Ser Phe Leu 
405 



# 

Phe Asp Pro Glu Phe Thr Glu Glu 
365 

Ser Pro Asp Ser Val Leu Val Thr 
380 

Ala Phe Leu Gly Phe Ser Tyr Ala 
395 400 
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